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@ Aspergillus niger - cellulase
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@ Ntz = 64, B2 MOAIZ = 2082

@ N2 =7, B2 MOUAIZE = 2A12¢

O MU=z =6, W2 MNCOHAIZE = 2A12¢

@ MU= =5, 2 MOAIZE = 3AI2+

MAZUAN LAZH ASo 2BYX, SZI8 MANA S
ol OI8XeE 847

@ protease @ catalase

@ lysozyme @ olucose oxidase
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Jl,stationary phase)0il Uigt €802 H#RE 2127
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@O 242 SIS 2400 Z2H D Z2=It ¢ 0l& &It
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@ A HHYII2tS S5t Z TS 24E LIEHCH
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@ ATP @ NADH
® O, @ pyruvate

Fusel oil?l =2 &&0| oY A7
@ isoamyl alcohol @ isobutyl alcohol

® methyl alcohol @ n-propy! alcohol

CHeH A BtA Al anti codon siteE 21 AU mRNAOI cHE

A2?
@ DNA @ rRNA
@ operon O tRNA
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NEE-CEEL
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O8I0 OIEIEl B PNEE U CIHEHE
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@ ||gases - ATPE =0HAIA S22 F4Hol= S22

229 2dl(glycogenolysis)d 2E 'cascade

sequence'gtll ot= OlRZ JHA H&§s H2?

O AEYAZE 2HOH gdrenaline0l 2HIZI0 2561 BH20|
dgtstoz AL EE

@ phosphorylase kinasel 40| ZEdXo=z A0o{LL OF
FE 2 &2 2Bolldl D22
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@ 20 WHUA L2 glucosedt A MO JIXNZEH &t
Nl Reldl2z

TCA 3292 X&E &4 (pacemaker enzyme)2t JI&E Heldt
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([ citrate synthase

@ isocitrate dehydrogenase

@ a-ketoglutarate dehydrogenase

@ phosphoglucomutase

SZ20 28 dISLUS2 FrSAI E20| Ot 22T

oY 1KgZ22H MM = dI2S27

- C3H1EDE - 2C2H5DH + 2':[::'2
- HEHENM ER29 #5 522 ZFIE0] 2H|

B &H =S85= 95%0ICH

@ 24409 @ 24609

@ 24869 @ 2511g

28 & &K B4 E OIS oA MAN JtE HE

gt g2=?

(1 Pseudomonas aeruginosa

® Candida tropicalis

(® Saccharomyces cerevisiae

@ Saccharomyces carlsbergensis

017t 2l A a4(Michaelis constant) Km2 20| ¥ &=L

= A2 20/5t=I1?

@ =A% D& 0| AL

@ 22 JI&9 =30l 2

@ JIZ I Mol MOt BASHCH

@ J1&2 0 Mol MO ZE st
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O -5 S0 20l 20 QUCH

@ 9= olR0 1.5 ~ 2.0g 83L& g4ttt
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@ HIEIQID, H522 59 &40 20ttt
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97. i3 = 0IME €S2 MAMG= 0040l OFY X272
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